INTRODUCTION
Phytoplasma infections known as "yellows" are widespread in European vineyards. In Sardinia typical symptoms were observed on different varieties of Vitis vinifera, and attributed to phytoplasmas belonging to the 16SrXII-A taxonomic group. These phytoplasmas are known to be the etiological agents of the grapevine "Bois noir" (BN) The insects were tested to verify the Stolbur or other phytoplasmas presence. Samples were tested by PCR and RFLP. Total DNA extraction was carried out using the protocol suggested by Doyle and Doyle [2] . Amplification assays were carried out using direct PCR with universal primers PI/P7 [1] followed by two nested PCR using R16F1 [6] /B6 [7] and then R16F2n/R2 [4] primers.
Polymorphic analysis of the length of the restriction fragments of the ribosomal amplified DNA was carried out using the TruI enzyme and then RsaI, SspI and HhaI. The digested products were analyzed in 500 polyacrylamide gel and visualized on an UV transilluminator.
RESULTS
The results from the surveys carried out 
CONCLUSIONS
We have checked the presence, in the two sites, of new natural phytoplasmas hosts among the Auchenorrhyncha. It remains to clarify, in further studies, the role of these insects in the "vineyard system", with the different botanic groups present and the probable ecological cycle of the prokaryotes identified. It is worth emphasizing that more than one species of insects may be BN vectors and substitute the Hyalesthes obsoletus action in disease spreading. However this has not yet been proved. In addition, the presence of Auchenorryncha infected with 16SrI-C and/or 16SrI-B phytoplasmas confirms that these two groups of prokaryotes ar e widespread in the vineyards [5] . Their role however is not clear. In our experience E lineolatus and P. alienus are new hosts of 16SrXII-A phytoplasmas, E. taeniaticeps with respect to 16SrV-A, 16SrX-C and P. alienus for 16SrV-A and 16SrX-A phytoplasmas.
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